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NAME     James Lewis Weber 

 
DATE OF BIRTH   October 19, 1952  

 
MARITAL STATUS   Married, two children  

 
EDUCATION  1970-1972 University of Wisconsin-Milwaukee  

   1972-1974 University of Wisconsin-Madison  

     B.S. with Honors in Chemistry  

   1975-1980 University of California-Berkeley  

     Ph.D. in Biochemistry  

 
RESEARCH AND 1975  Research assistant, University of Wisconsin, M. 

PROFESSIONAL   Sundaralingam.  Model building of nucleic acids, 

POSITIONS    especially tRNA.  

1976-1980 Graduate research, University of California, R. D. Cole.  

Purification and characterization of chromatin fragments 

containing bovine satellite DNA. 

1980-1982 Postdoctoral Research, University of Wisconsin, Jack 

Gorski. Repetitive DNA structure and DNA methylation of 

the rat prolactin gene. 

1983-1986 Investigator, Walter Reed Army Institute of Research.  

Molecular biology of human malaria parasites.    

1986-2005 Senior Research Scientist, Marshfield Medical Research 

  Foundation.  Human genetics. 

1994-2005 Director, Center for Medical Genetics, Marshfield Medical 

   Research Foundation. 

1994-2005 Director, NHLBI Mammalian Genotyping Service 

2004-2021 Founder, President and CEO, PreventionGenetics LLC 

2006-2018 Adjunct Scientist, Marshfield Clinic Research Foundation 

2011-2017 Member, Board of Trustees, Marshfield Clinic Research 

  Foundation 

2019-  Clinical Adjunct Assistant Professor,  

  University of Wisconsin-Madison 

 
HONORS  1974  Helfaer scholarship, Department of Chemistry, University 

of Wisconsin  

   1980-1981 Postdoctoral fellowship, American Cancer Society 

   1981-1982 Postdoctoral fellowship, National Institutes of Health 
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   1984  Army Commendation Medal for work on the malaria 

circumsporozoite protein gene 

   1991  Sebold Award from Marshfield Clinic for 

     outstanding researcher 

   2002  ISI Highly Cited Researcher (< 0.5% of researchers) 

   2003  Lancet Paper of the Year (Rosenberg et al. Genetic 

     structure of human populations.  Science 298:2381- 

     2385, 2002)   

   2012  Marshfield Clinic Heritage Award 

   2020  Wisconsin Biohealth Business Achievement Award 

 
GRANTS AND 1987  U. S. Army 

CONTRACTS    Cloning and sequencing the 3' end of the serine-rich 

     antigen gene of the human malaria parasite Plasmodium 

falciparum.  $18,400 

   1989-1990 Tourette Syndrome Association 

     Mapping of Tourette Genes Through Linkage Analysis.  

$19,700 

   1989-1992 National Institutes of Health 

     Analysis of an abundant class of human DNA 

polymorphisms.  $580,000 

   1990-1991 Tourette Syndrome Association 

     Linkage Mapping of Tourette Syndrome Gene(s) using 

Microsatellite DNA Polymorphisms.  $30,000 

   1991-1992 National Institutes of Health 

     Analysis of an abundant class of human DNA 

polymorphisms -- Supplement.  $485,000 

   1991-1992 Tourette Syndrome Association 

     Linkage Mapping of Tourette Syndrome Gene(s).  $25,000. 

   1991-1995 National Institutes of Health 

     Epilepsy Program Project (Co-Investigator).  $215,000. 

   1992-1996 National Institutes of Health 

     Cooperative Human Linkage Center (CHLC) (Co-Principal 

     Investigator).  $1,425,000. 

   1992-1997 National Institutes of Health 

     Asthma Genetics (Co-Investigator).  $406,000. 

   1994-1998 Glaxo-Wellcome Pharmaceuticals 

     Type II diabetes gene mapping.  $1,800,000. 

   1994-1995 Tourette Syndrome Association 

     Patch mapping of Tourette Syndrome genes.  $6,500. 

   1994-1999 National Institutes of Health 

     Mammalian Genotyping Service.  $3,912,000. 

   1996-1999 National Institutes of Health 

     Instrumentation for DNA Detection.  $476,000. 
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   1996-1999 National Institutes of Health 

     Supplement, Mammalian Genotyping Service.  $2,415,000. 

1998-1999 Tourette Syndrome Association 

Tourette Gene Mapping in Afrikaners.  $33,460. 

   1998-2002 National Institutes of Health 

Insertion/Deletion Polymorphisms.  $1,906,000. 

   1999-2006 National Institutes of Health 

     Mammalian Genotyping Service.  $22,562,000. 

 
PATENTS    Length Polymorphisms in (dC-dA)n

.(dG-dT)n Sequences 

#5,075,217, issued December 24, 1991. 

     Length Polymorphisms in (dC-dA)n
.(dG-dT)n Sequences 

     and Methods of Using the Same #5,582,979, issued 

     December 10, 1996. 

     Apparatus and Method for Testing and Continuously 

     Reading Low-Volume Samples, #7,232,547, issued  

     June 19, 2007. 

 
PEER REVIEW 1984-1985 Review Committees for Research Proposals, 

     U. S. Agency for International Development  

   1987-1988 Consultant to American Institute of Biological Sciences for 

review of malaria grant proposals 

   1990-1995 Site Visit Committees for NIH Human Genome Initiative 

Center Grants 

   1991  Ad-hoc member, NIH Genome Study Section 

   1991-1993 Editorial Board, PCR Methods and Applications 

     Cold Spring Harbor Press 

   1991  Site Visit Committee for Genome Data Base 

1991-1995 Member, NIH Genome Research Review Committee 

  (Study Section) 

1995-2005 Chair, NHLBI Mammalian Genotyping Service  

  Advisory Panel 

   1996-1998 Associate Editor, American Journal of Human Genetics 

   1996  Ad-hoc member NIH Genome Study Section 

   1997  Review Panel, NHGRI Technologies for Genome Analysis 

   1997  U.S. Army Breast Cancer Research Review Panel 

   1997-1999 Member, NHGRI Scientific Advisory Panel for Human 

     Genome Sequencing Centers 

1999 Review Committee, NHGRI Mouse Genome Sequencing 

1999 Chair, Review Panel, NHGRI Quality Assessment for 

  Genomic Sequence 

2000 Ad-hoc member NIH Genome Study Section 

2001 Review Committee, Juvenile Diabetes Research 

Foundation 
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  Review Committee, NHGRI Centers of Excellence in 

  Genomic Science 

2002 Review Committees: NHGRI Genome Sequencing Centers, 

NIDDK diabetes gene hunting, and USDA bovine 

sequencing 

2003- Editorial Board, BMC Biology 

   2004  Review Committee: NHGRI Sequencing Technology 

   1988-2008 Manuscript review for many journals including Nature,  

     Nature Genetics, American Journal of Human Genetics,  

     Nature Reviews Genetics, Genome Research. 

   2011  Review Committee: NHGRI Genome Sequencing Centers 

 
OTHER   1992-1993 Wisconsin State Legislative Council on Genetic and 

PROFESSIONAL   Medical Information. 

COMMITTEES 1992  NIGMS Human Genetic Mutant Cell Repository 

Evaluation 

   1995  Ad-hoc member, NIH Genome Advisory Council 

1999 Planning committee, NHLBI Centers for Genomic  

Applications 

   2003  Planning committee, DOE JGI Sequencing Service 

   2003  Scientific Advisory Board, Finnish Genome Center 

   2010-2011 Chair, Wisconsin Genomics Initiative Scientific Advisory 

     Board 

2019-2022 ClinGen Expert Panel on Malignant Hyperthermia 

 
SOCIETY     American Society of Human Genetics 

MEMBERSHIP   Human Genome Organization (HUGO) 

     American Association for the Advancement of Science 
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